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Abstract: Proteins in the cell are routinely exposed to various conditions that promote unfolding and irreversible 
aggregation.  Chaperonins act to prevent protein denaturation and aggregation by sequestering aggregation-prone 
protein molecules and encouraging recovery.  Chaperonin function is supported by various static and dynamic 
characteristics of its unique structure.  This article summarizes some of our results regarding the structural 
characteristics that support the function of the Escherichia coli chaperonin GroE.   
 




















































を結合した GroEL は GroES と優先的に結合する性質を
示す [5]。 
 



























































解析によると GroEL は ATP の結合と加水分解に応じて
ヒンジを支点にドメインの配置を変化させている。 
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表 1．GroELのC末端アミノ酸配列領域とC末端アミノ酸残基削除変異体（文献 [9]より） 
EL-WT …TTECMVTDLPKNDAADLGAAGGMGGMGGMGGMM −548 
EL-dC541 …TTECMVTDLPKNDAADLGAAGGMGGM −541 
EL-dC531 …TTECMVTDLPKNDAAD −531 
EL-dC525 …TTECMVTDLP −525 
EL-NE  …TTECMVTDLPGGGAAGLGAAGGMGGMGGMGGMM －548 
EL-HB …TTECMVTDLPIGIAAILGAAGGMGGMGGMGGMM －548 
EL-SC …TTECMVTDLPNKADDALGAAGGMGGMGGMGGMM －548 
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